In this work, we have examined the use of ESI-MS/MS in positive ion mode of the lithiated, sodiated and ammoniated adducts for the differentiation of four glucose disaccharides:
maltose (Glc1-4Glc), cellobiose (Glc1-4Glc), isomaltose (Glc1-6Glc) and gentiobiose (Glc1-6Glc). According to our best knowledge, no detailed report on the fragmentation of the ammoniated adducts of the glucose disaccharides has been issued. Our goal was to define simple criteria for distinguishing between the four disaccharides. Herein we also report a highly automated data acquisition and processing method for the identification of these disaccharides by ESI-MS/MS thereby considerably reducing the analysis time.
